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Genetic map
Markers of C3HXNZO reciprocal F2 intercross in cM

I
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

Chromosome




Individuals
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Comparison of genetic maps
Map comparison of C3HXNZO reciprocal F2 intercross
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Pairwise recombination fractions and LOD scores
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Pairwise recombination fractions and LOD scores
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